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bacterial gene transfer, 5139 
probiotic effects, 5134 
Avicel-binding protein 
S. reticuli, 886 
Azospirillum lipoferum 
flagellation in a phase variant, 4701 


Bacillus anthracis 
gyrB cloning, sequence, 1483 
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E. coli 0157, 3767 
insects, 1900, 2307, 4032, 4369, 4513, 
4601, 4760 
seed-borne diseases in cereals, 3674 
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1459 
Blot hybridization 
B. cereus neutral protease gene, 3226 
Bolidophyceae (Heterokonta) 
diversity, abundance, 4528 
Botrytis cinerea 
endopolygalacturonase genes, 1596 
extracellular matrix, 404 
Bound residues 
['*C]anthracene degradation, 1834 
Bovine feces 
C. parvum detection, 3236 
Bovine mastitis 
P. aeruginosa, 2723 
Bovine milk 
Brucelia detection by PCR, 3735 
bph-encoded catabolic pathway 
PCB degradation, 3614 
Brachyspira (Serpulina) hyodysenteriae 
NADH oxidase mutants, 5028 
Bradyrhizobia 
Eastern North American legumes, 4914 
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E. coli and children, 472 
GI tract bacterium gene transfer, 5139 
L. salivarius CTC2197 as probiotic, 
4981 
probiotic effects, 5134 
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lactic acid bacteria, 599 
Chitin 
V. cholerae attachment, 1348 
Chitinase gene 
expression in 7. atroviride, 1858 
Chitinases 
P. kodakaraensis, 5338 
uncultured marine microorganisms, 
2553 
Chloralkali electrolysis wastewater 
mercury removal, 5279 
Chloramphenicol 
denitrification inhibition, 3487 
Chlorinated ethenes 
reductive dechlorination, 3108 
Chlorinated pollutants 
prediction of environmental fate, 5169 
Chlorination 
municipal effluent, 4181 
Chlorine 
resistant FE. coli, 5600 
Sphingomonas inactivation, 355 
Chlorine bleaching of kraft pulp effluent 
detoxification by R. oryzae, 1078 
1-Chloro-4-nitrobenzene 
biodegradation, 1405 
2-Chloro-5-nitrophenol 
biodegradation, 2317 
cis-Chlorobenzene dihydrodiol dehydroge- 
nase 
enantioselective dehydrogenase reactions, 
5242 
Chlorobenzenes 
biodegradation, 2547 


Chlorobenzoate 

catabolic genotype selection, 1627 
3-Chlorobenzoate 

A. eutrophus growth, 724 

degradation under low-O, conditions, 

126 

Chlorobium tepidum 

reactor-scale growth on sulfide, 301 
Chlorocatechol catabolism 

Tn5707, 724 
2-Chlorodibenzo-p-dioxin 

degradation in soil, 2246 
Chloromethane 

degradation by a methylotroph, 4301 
Chloronitrobenzenes 

degradation by a coculture, 1083 
2-Chloropheno! 

reductive dehalogenation, 5169 
Chlororespiration 

indicators, 4049 
Choline 

osmoprotection in Rhizobiaceae, 2072 

reserve form in P. fellutanum, 1340 
Choline-O-suifate uptake 

B. subtilis, 560 
Chromatobacterium violaceum 

phaC gene cloning, analysis, 3561 
Chromogenic media 

coliform recovery in water, 3746 

detection of salmonellae, 802 
Chromosomal integration 


staphylococcal nuclease gene, in P. putida, 


1524 
Chromosomal rearrangements 
wine yeast strains, 1688 
Chymotrypsin-resistant 6-endotoxin 
B. thuringiensis, 4601 
Ciprofloxacin 
biodegradation, 1556 
Citrate 
E. coli 0157:H7 in ground beef, 5394 
Citrinin 
biosynthetic pathway, 311 
Citronellol 
biodegradation, 3730 
Citrus canker 
X. campestris, 5564 
'4$C-labelled lignin 
mineralization, 1864 
Cladobotryum spp. 
cobweb disease of mushrooms, 606 
cle, cba, and feb genotypes 
selection for CBA degradation, 1627 
Cloning 
A. kawachii bglA, 5546 
A. nidulans penicillin synthesis gene, 
5222 
aldehyde reductase gene, 5207 
aminopeptidase A gene, 3001 
1,4-benzoquinone reductase cDNA, 415 
cadmium and manganese uptake genes, 
4746 
coid-active serine alkaline protease gene, 
611 
cold-adapted alanine dehydrogenase 
genes, 4014 
Cry1A toxin receptor A cDNA, 4760 
dmtA from A. parasiticus, 4987 
endopolygalacturonase genes, 1596 
exopolyphosphatase gene, 2065 
a-galactosidase gene, 3955 
gyrB, 1483 
L. edodes laccase genes, 4908 
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L. monocytogenes genomic subtracted se- 
quences, 5427 
microbial proline 4-hydroxylase gene, 
4028 
ohb from P. aeruginosa, 2151 
P. stutzeri PHB depolymerase gene, 189 
phaC from C. violaceum, 3561 
polyphosphate kinase gene, 2065 
pullulanase gene, 2084 
R. leguminosarum bacteriocin gene, 
2833 
S. iniae L-lactate utilization genes, 
4346 
T. aquaticus amylomaltase gene, 910 
T. versicolor peroxidase gene, 1343 
Clostridium acetobutylicum 
ald to distinguish clostridia, 4973 
gene expression reporter system, 3793 
metabolic engineering, 936 
methylglyoxal synthase, 3244 
TNF-a secretion, 4295 
Clostridium beijerinckii 
acetate effects, 499 
aldehyde dehydrogenase gene, 4973 
solvent production, 2269 
Clostridium botulinum 
C, toxin gene detection, 3240 
fatty acid composition, 659 
heat-treated vegetable juice, 2136 
spore germination, 659 
thermal resistance, 659 
type B neurotoxin bioassay, 3787 
type E strain biodiversity, 2057 
Clostridium difficile 
adherence, 4234 
Coastal ocean 
bacterial community analysis, 3192 
Cobalt 
effects on methanol conversion, 1789 
Cobweb disease of mushrooms 
Cladobotryum spp., 606 
Cocultures 
chloronitrobenzene degradation, 1083 
Coenzyme M 
methanogen biomass estimation, 5541 
Cold shock proteins 
S. thermophilus, 4436 
Cold-active B-galactosidases 
C. piscicola, 5443 
Cold-active glucanase 
F. succinogenes, 995 
Cold-active serine alkaline protease 
characterization, 611 
gene cloning, 611 
Cold-adapted alanine dehydrogenases 
characterization, gene coloning, 4014 
Cold-smoked rainbow trout 
L. monocytogenes, 150 
Coliform bacteria 
chlorination of effluent, 4181 
feces of birds, 5628 
recovery in water at high temperatures, 
3746 
seasonal enumeration in water, 5628 
Colletotrichum lindemuthianum 
gfp as reporter gene, 1769 
Colonization 
Agrobacterium rhizosphere, 1936 
brine shrimp culture, 2527 
C. coli SOD mutant, 2540 
hens, by S. enteritidis, 1919 
Colorimetric detection 
trichothecenes, 1854 
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Columbia River estuary 
bacterial community analysis, 3192 
Community analysis 
biofilters, 3547 
Community structure 
bacterioplankton, 3164 
disturbed tropical soil, 3622 
flagellate grazing effects, 4863 
function vs. community composition, 
3697 
probiotics and avian GI tract, 5134 
rhizoplane of tomato, 3996 
rice paddy soil bacteria, 5050 
Compatible solutes 
choline-O-sulfate and B. subtilis, 560 
Competence factors 
Acinetobacter sp., 4568 
Competitive RT-PCR 
C. rugosa lipase gene family, 3888 
hepatitis A virus in shellfish, 322 
Complex microbial communities 
fingerprinting, 3518 
novel species within human gut, 4799 
Complex organic compounds 
effect on B. thermoamylovorans, 4582 
Compost 
ammonia-oxidizing bacteria, 396 
Compost-amended potting mixes 
T. hamatum detection, 5421 
Compressed carbon dioxide 
microbial cell viability, 626 
Confocal scanning laser microscopy 
M. barkeri-M. concilii differentiation, 
2222 
Conjugal transfer 
L. helveticus modification, 1910 
Ti plasmids, 2798 
Conjugation 
high rates in biofilms, 3710 
Conjugative transposons 
excision in L. lactis, 2230 
Consortia 
phthalate isomer degradation, 1152 
Continental shelf sediments 
nosZ gene diversity, 1681 
Continuous culture 
biocatalyst engineering, 5619 
Copper 
viable-but-nonculturable state, 3754 
Coprinus cinereus 
laccase genes, 4943 
Corexit 9527 
crude oil degradation effects, 1658 
Coriolopsis gallica 
PAH metabolism, 3805 
Corn 
fumonisin C series, 1331 
Corn snake 
C. serpentis, 5345 
Corn trypsin inhibitor 
pathogenic fungus inhibition, 1320 
Corrinoid enzymes 
halomethane:bisulfide/halide ion methyl- 
transferase, 4301 
Corynebacterium aquaticum 
levodione reductase, 4399 
Corynebacterium glutamicum 
ammonium assimilation, 1099 
isoleucine production, 3100 
panD gene expression, 1530 
D-pantothenate synthesis, 1973 
tryptophan hyperproduction, 2497 


Cottage cheese whey 
heterologous protein production, 2745 
coxWXYZ 
B. japonicum, 339 
Crassostrea virginica 
hemocytes kill bacteria, 3015 
juvenile oyster disease, 2534 
V. vulnificus survival, 4261 
Crown gall 
Mediterranean countries, 4197 
Crude oil 
desulfurization, 181 
surfactants and degradation, 1658 
toxins 
binding to insect midgut, 457 
binding to insect midgut vesicles, 2503 
CrylA 
H. virescens toxin receptor A, 4760 
CrylAc 
binding and toxicity, 4513 
CrylAcl 
antagonism towards CytlA1, 2049 
Cry1C 
insect-specific delta-endotoxin compo- 
nents, 4369 
Cry2Aal 
chymotrypsin resistance, 4601 
cry9 
detection in B. thuringiensis, 3714 
CryllA 
production by B. sphaericus, 3021 
Cry11Ba 
production by B. sphaericus, 3021 
Cryoprotection 
S. thermophilus, 4436 
Cryparin 
secretion, 5431 
Cryphonectria parasitica 
cryparin secretion, 5431 
Cryptosporidium felis 
identification in a cow, 1455 
Cryptosporidium parvum 
detection in bovine feces, 3236 
detection in water, 3427 
genetic diversity, 3386 
genotyping techniques, 4431 
MPN assay, 3936 
oocyst detection, enumeration, 2820 
oocyst inactivation, 1998 
oocyst separation, 841, 3427 
oocyst viability marker, 1584 
Cryptosporidium serpentis 
18S rRNA gene analysis, 5345 
Cryptosporidium spp. 
genetic diversity, 3386 
phylogenetic analysis, 1578 
c-type cytochromes 
T. ferrooxidans operon, 4781 
Cubitermes spp. 
H, profiles and methanogenesis, 4490 
homoacetogenic bacteria, 4497 
Cucumbers 
Trichoderma-induced defense responses, 
1061 
Cucumis sativus L. 
Trichoderma-induced defense responses, 
1061 
Cultivation 
bacterial diversity in arid soils, 1662 
Culturability 
L. lactis subsp. lactis, 665 
Culture-independent identification 


microbes responding to specified stimuli, 
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cumA 
P. putida Mn** oxidation, 1762 
Cured dry sausages 
antibiotics from P. nalgiovense, 1236 
5-Cyano-2,3-ditolyl tetrazolium chloride 
marine bacteria, 2409 
Cyanobacteria 
diel rhythms in gene expression, 3651 
ethanol biosynthesis, 523 
identification in situ, 1259 
mass lysis by viruses, 795 
oligonucleotide probes, 1259 
osmolyte synthesis, 4822 
swimming Synechococcus strains, 5247 
toxic effects on Daphnia, 737 
Cyanuric acid amidohydrolase 
Pseudomonas strain, 3512 
Cyclic imide-hydrolyzing D-hydantoinase 
Blastobacter strain, 1459 
Cyclohexanol catabolic pathway 
Acinetobacter sp., 5158 
Cyclohexanone monooxygenase 
regulation in Acinetobacter sp., 5158 
Cyclohexylamine 
biodegradation, 2232 
Cyclomaltodextrin glucanotransferases 
Thermococcus sp., 1991 
Cyclopiazonic acid 
production by A. flavus, 1444 
CytlAl 
antagonism towards CrylAcl, 2049 
Cytolethal distending toxin 
chicken carcass campylobacters, 1501 


Dairy propionibacterium 

detection by PCR, 4241 
Dairy starter cultures 

L. helveticus biotypes, 1450 

phage-encoded resistance system, 1891 
Damping-off 

suppression by xanthobaccins, 4334 
Danish coastal waters 

S. alga, 3896 
Daphnia galeata 

microcystin effects, 737 
DDT 

biodegradation of residues, 5607 
Deamination inhibitors 

ruminal microorganisms, 3258 
Debaryomyces hansenii 

hexose, pentose transport, 3594 
Dechlorination 

PCBs, 327 

tetrachloroethene, 2312 
Decolorization 

dyes, by G. candidum, 1029 

effluent, by R. oryzae, 1078 
Decontamination 

biological safety cabinets, 873 
Deep-sea microbial populations 

high-pressure chemostat cultures, 5307 
Deep-subsurface environments 

archaeal diversity, 5586 
Defined murine microbiota 

phylogeny, 3287 
“Dehalococcoides ethenogenes” 

chloroethene dechlorination, 3108 

1,2-dichloroethane dechlorination, 

3108 

Dehalogenation 
halobenzoates, 2151 
hydroxylated PCBs, 2217 


i 
4 
j 
bss 


XX SUBJECT INDEX 


Dehalorespiration 
tetrachloroethene, 5212 
Deinococcus spp. 
oyster extract, 846 
Delta-endotoxin 
insect specificity, 4369 
Demethylsterigmatocystin 
conversion to sterigmatocystin, 4987 
Denaturing gradient gel electrophoresis 
complex marine microbial communities, 
3518 
detritus-dependent microbial community 
structure, 2478 
Denitrification 
aerated activated sludge, 4189 
agricultural soils, 3487 
isotope effect, 989 
Denitrifying bacteria 
dimethylmalonate mineralization, 
3319 
emission of N,O by earthworms, 
3599 
nitrite reductase gene detection, 
1652 
phytol degradation in sediment, 
5484 


Deoxynivalenol-specific MAb 
binding to mimotope peptides, 3279 
Dephosphorylation 
A. niger phytase, 4682 
Depolymerization 
xanthan, 2520 
Dermacentor andersoni 
effects of R. rickettsii, 773 
Desmodium glutinosum 
bradyrhizobia, 4914 
Desulfitobacterium dehalogenans 
hydroxylated PCB dehalogenation, 
2217 
Desulfitobacterium frappieri 
PCE dehalorespiration, 5212 
PCP degradation, 4357 
Desulfitobacterium spp. 
sulfidogenesis from sulfonates, 4611 
Desulfomicrobium hypogeium sp. nov. 
characterization, 2300 
Desulforhopalus singaporensis sp. nov. 
taurine fermentation, 3328 
Desulfovibrio desulfuricans 
technetium reduction, 2691 
Desulfovibrio spp. 
halorespiration, 1133 
rice paddy soil, 3526 
Desulfurization 
alkylated dibenzothiophenes, 4967 
crude oil, 181 
Detection 
Acanthamoeba endosymbionts, 206 
Aeromonas virulence genes, 5293 
amanitins in fungi, 4207 
antibacterial agents, 5023 
B. cereus neutral protease gene, 3226 
B. cereus in rice, 1483 
bacteriocins, 2238 
bacteriophages in sewage, 1772 
Brucella spp. in milk, 3735 
C. botulinum C, toxin gene, 3240 
C. botulinum neurotoxin, 3787 
C. coli and C. jejuni, 1636 
C. parvum in bovine feces, 3236 
C. parvum oocysts, 2820 
C. parvum oocysts in water, 3427 
Campylobacter spp., 1501 


cdt gene in chicken carcasses, 1501 
cry9 in B. thuringiensis, 3714 
cytolethal distending toxin, 1501 
dairy propionibacterium, 4241 
disinfectants on hard surfaces, 3717 
E. coli 0157, 2954 

E. coli 0157:H7, 1397, 1966 

enteric viruses in oysters, 4709 

fish pasteurellosis agent, 2942 

fish pathogen in salmon, 3042 

honeybee pathogen, 2243 

L. monocytogenes in foods, 5427 

L. monocytogenes in waste, 2235 

lipodepsipeptides, 1904 

Listeria spp., 4688 

metabolically active bacteria, 1207 

methanotrophs, during bioremediation, 

5198 

methanotrophs in groundwater, 648 

nisin, 3742 

nitrite reductase genes, 1652 

Norwalk-like caliciviruses in sewage, 

5624 

nucleopolyhedrovirus DNA, 2307 

Ophiostoma spp., 287 

P. damselae, 2942 

P. larvae, 2243 

pH gradients in biofilms, 3502 

Salmonella in poultry, 1055 

Salmonella spp. in waste, 2235 

salmonellae, 802 

Shiga-like toxin gene in feces, 868 

T. hamatum in potting mixes, 5421 

trichothecenes, 1854 

verotoxigenic £. coli, 4775 

verrucomicrobia in pasture soil, 4280 

viable L. monocytogenes, 2122 

viruses in groundwater, 444 

viruses in the Florida Keys, 4118 

Y. ruckeri in trout, 346 
Detection times 

bacterial growth estimation, 732 
Deteriogenic fungi 

adhesion to pPVC, 3575 
Detoxification 

chlorine bleaching effluent, 1078 
Detritus-dependent development 

microbial community structure, 2478 
Dextransucrase gene 

L. mesenteroides, 5504 
Diacetate 

E. coli O157:H7 in ground beef, 5394 
Diacetyl formation 

L. lactis, 1202 
4’ ,6-Diamidino-2-phenylindole 

bacterial abundance, biovolume, 3407 
Diamondback moth 

B. thuringiensis toxicity, 1900 

B. thuringiensis toxin binding, 1413 
Diamondback terrapin 

fecal coliforms, 865 
Diatoms 

sexual reproduction genes, 3121 
Diazotrophy 

effects of salt, 1222 
Dibenzofuran 

degradation in soil, 2246 
Dibenzo-p-dioxin 

degradation in soil, 2246 
1,1-Dichloro-2,2-bis(4-chlorophenyl)ethylene 

metabolism by Terrabacter sp., 5607 
1,2-Dichloroethane 
biodegradation, 2466 
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reductive dechlorination, 3108 
Diel rhythms 
Synechococcus gene expression, 3651 
Diesel oil droplets 
A. venetianus adhesion, 2041 
Dietary starch 
acarbose effect on fecal bacteria, 2807 
Dihydrodemethylsterigmatocystin 
conversion to dihydrosterigmatocystin, 
4987 
cis-Dihydrodiols 
PAH biotransformation, 1335 
Dihydrosterigmatocystin 
dihydrodemethylsterigmatocystin conver- 
sion, 4987 
2,5-Diketo-D-gluconate reductases 
yghE and yafB, 3341 
4,5-Dimethoxycatechol 
synthesis by G. trabeum, 674 
2,5-Dimethoxyhydroquinone 
synthesis by G. trabeum, 674 
Dimethyl sulfide 
conversion by M. hollandica, 3641 
degradation in sediments, 438, 2116 
formation from dimethyl sulfoxide, 
3915 
Dimethylmalonate 
mineralization, 3319 
Dimethylsulfonioacetate 
E. coli osmoprotection, 3304 
Dimethylsulfoniopropionate 
E. coli osmoprotection, 3304 
marine bacterium sulfur use, 4549 
Dimethylsulfoniopropionate lyase 
induction in A. faecalis, 5075 
2,4-Dinitrophenol 
picric acid mineralization, 1372 
Dinoflagellate blooms 
temperate estuarine aquaculture ponds, 
5594 
Dinoflagellates 
phosphate stress, 3205 
Dioxins 
biodegradation in soil, 2246 
Diphenyliodonium chloride 
deamination inhibitor, 3258 
Dipteran-specific insecticidal proteins 
B. thuringiensis subsp. israelensis, 3464 
Disaccharides 
osmoprotection, 1491 
Discrete genotypes 
Laccaria spp., 2006 
Discriminant analysis 
E. coli ribotype profiles, 3142 
Disinfectants 
mycobacteria, 4239 
residual effects on hard surfaces, 3717 
Disinfection 
bacterial spore survival, 4255 
drinking water, 355, 5600 
food and contact surfaces, 1312 
Dissimilatory bisulfite reductase genes 
polychaete annelid symbionts, 1127 
Dissimilatory (per)chlorate-reducing bacte- 
ria 
ubiquity and diversity, 5234 
Dissimilatory Fe(III) reduction 
electron transfer agent, 4252 
roots of macrophytes, 4393 
Dissimilatory iron-reducing bacteria 
adhesion to hydrous ferric oxide, 5017 
Thermus isolate, 1214 
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Dissimilatory sulfite reductase genes 
microbial mat sulfate reducers, 4666 
Distribution 


DNA hybridization—hydrophobic grid mem- 
brane filtration 
verotoxigenic E. coli, 4775 


polychaete annelids, 3129 
Endotoxin 


Aeromonas virulence genes, 5293 

hemolytic enterotoxin HBL, 5436 

hydrothermal vent bacteria, 3843 

intestinal bifidobacteria, 4506 

kingdom Acidobacterium, 1721 

low-oxygen habitats in soil, 4085 

methanogens in anaerobic aggregates, 
4618 

methanogens in sediment, 2402 

microbial activity in biofilms, 4108 

microbial mat sulfate reducers, 4659, 
4666 

microfloras in fermented maize dough, 
5464 

Sporichthya strains, 1930 

sulfate reducers in anaerobic aggregates, 
4618 

sulfate-reducing bacteria, 5107 


Divalent cations 


B. cereus septation inhibition, 3942 


DNA maintenance 

nonculturable spiral C. jejuni, 4677 
DNA pools 

marine sediments, 4451 
Double-selective tissue culture system 

poliovirus isolation, 1794 
Douglas fir 

ectomycorrhizal fungi, 2006 

nifH gene pool complexity, 374 
Drinking water 

disinfection, 355 

nutrient level reduction effects, 4957 
Dual gfp-lux marker system 

specific population monitoring, 813 
Dye decolorization 

G. candidum peroxidase, 1029 
Dynamic batch systems 

bacteriophage inactivation, 1186 
Dynamic systems 

P. putida bioluminescence, 3473 


removal during PHB purification, 
2762 
Endoxylanases 
xylan-binding endoxylanase, 694 
Energy sources 
poly-3-hydroxybutyrate, 822 
Enteric bacteria 


transduction with Stx-encoding phage, 


3855 

VBNC C. jejuni in eggs, 5154 
Enteric viruses 

detection in oysters, 4709 

inactivation by sunlight, 3605 
Enterobacter cloacae 

seed colonization, 2513 
Enterobacteriaceae 

food spoilage, 3458 
Enterocin A 


gene expression in E. faecium, 1506 


Enterocin B 
E. faecium, 2170 


Enterococcus faecalis 

identification of induced genes, 1470 
Enterococcus faecium 

enterocin A gene expression, 1506 


Divercin V41 
antimicrobial properties, 2895 
Diversity 


Earthworm egg capsules 
vectors for biodegraders, 2376 
Earthworms 


AM fungi in metal-contaminated soil, 718 

archaea in deep subsurface, 5586 

Archaea in metal-contaminated soils, 3293 

attached marine bacteria, 514 

bacteria in arid soils, 1662 

bacteria in upland grass pastures, 1721 

Bolidophyceae (Heterokonta), 4528 

butane monooxygenases, 4586 

C. botulinum type E strains, 2057 

dissimilatory (per)chlorate-reducing bacte- 
ria, 5234 

epibiotic bacteria on marine nematodes, 
4271 

Frankia strains, 1378 

Frankia in the family Myricaceae, 4521 

free-living estuarine bacteria. 3192 

free-living marine bacteria, 514 

fungi in rhizosphere, 2614 

H. cylindrosporum, 903 

halophilic Vibrio spp., 2748 

hydrothermal vent bacteria, 3843 

L. garvieae strains, 1005 

methanotrophs in landfill soil, 4887 

microbial mat sulfate reducers, 4659, 
4666 

nosZ genes in sediments, 1681 

particle-attached bacteria, 3192 

phage recovery capacities, 1772 

pig hindgut microbes, 5372 

polychaete annelid symbiont genes, 1127 

quantification, 422 

rRNA intergenic spacer analysis, 4630 

SRB in cold marine sediments, 3976, 
3982 

termite symbiotic methanogens, 837 


dmtA 


cloning and characterization, 4987 


nitrous oxide emission, 3599 
Eastern oysters 

hemocytes kill bacteria, 3015 

V. vulnificus survival, 4261 
ech42 

T. harzianum mycoparasitism, 929 
Ectomycorrhizal fungi 

genotype structure, dynamics, 2006 

Laccaria spp., 2006 
Eel pathogens 

V. vulnificus serovar E, 856 
Eggs 

S. enterica serovar Enteritidis, 2195 

VBNC C. jejuni cell recovery, 5154 
Elaphe guttata guttata 

18S rRNA gene analysis, 5345 
Electrically reduced neutral red 

microbial utilization, 2912 
Electrolyzed oxidizing water 

antibacterial activity, 4276 
Electron transfer agents 

humic-bound iron, 4252 

L. monocytogenes, 5328 

PCE dehalorespiration, 5212 
Electron transfer proteins 

T. ferrooxidans operon, 4781 

TodC1 and ferredoxiny,,, 315 
Electrophoretic mobility 

E. coli 0157:H7, 3222 

wild-type E. coli, 3222 
Electroporation 

R. leguminosarum, 2802 

S. salivarius, 3800 
Emetic toxin 

staining assay, 1811 
Enantioselective dehydrogenase reactions 

catalysis by TcbB, 5242 
Endochitinase gene 


enterocin B, 2170 

REA separation of strains, 1777 
Enterococcus spp. 

biochemical key, 4425 


Enterohemorrhagic E. coli hemolysin 


gene detection in feces, 868 
Enterotoxins 

B. cereus group, 5436 

B. subtilis, 4470 
Entomopathogenic bacteria 

B. laterosporus, 5182 

genotypic diversity, 5182 
Entomopathogenic fungi 

cell density determination, 3727 
Enumeration 

active soil bacteria, 1753 


bacteria in humic acid-rich sediments, 


1516 

C. parvum oocysts, 2820, 3936 

coliforms in bird feces, 5628 

gfp-lux marker system, 813 

marine planktonic archaea, 555 

marine planktonic bacteria, 555 

marine viruses, 45 
Environmental DNA libraries 

construction in E. coli, 3901 
Environmental salmonellae 

rpoS sequence variability, 3582 
Environmental signals 

P. fluorescens modulation, 2429 
Environmentally sensitive polymers 

fouling release surfaces, 1603 
Enzyme inhibitors 
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pathogenic fungus inhibition, 1320 


Enzyme stabilizers 
Ny-acetyldiaminobutyrate, 3774 
Enzymes 
A. oryzae, 11, 20 


DNA 
S. gordonii DNA in saliva, 6 
DNA damage reactivation phenotype 
P. aeruginosa bacteriophage, 2606 
DNA extraction 
soils and sediments, 4715 
DNA extraction from soils 
quantification of bias, 5409 


T. harzianum mycoparasitism, 929 
Endoglucanases 

distribution in V. volvacea, 553 

expression by E. coli, 2439 
Endopolygalacturonase 

B. cinerea genes, 1596 
Endosymbionts 

Acanthamoeba spp., 206 


B. cinerea extracellular matrix, 404 
cold-active glucanase, 995 
Epibiotic bacterial communities 
marine nematodes, 4271 
Epichloé endophytes 
automated fingerprinting, 1268 
Epidemiology 
bovine mastitis, 2723 
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C. jejuni in chickens, 260 
Epiphytic bacteria 
location and survival, 1435 
Epiphyton 
bacterial production measurement, 
4411 
Epitope identification 
anti-S. meliloti MAbs, 5186 
Anti-X. hyancinthi MAbs, 4171 
Epoxide hydrolases 
A. alternata f. sp. lycopersici, 2388 
X. dendrorhous, 5459 
Epoxides 
production by P. fluorescens, 2794 
eps 
expression in R. solanacearum, 2356 
Equine cecum 
R. flavefaciens, 3738 
Ergosterol content 
contaminated building materials, 138 
Erwinia chrysanthemi 
endoglucanase in E. coli, 2439 
D-Erythroascorbic acid 
expression in E. coli, 4685 
Escherichia coli 
antibiotic resistance on swine farms, 2770 
L-ascorbic acid production, 4685 
catabolic threonine dehydratase, 3100 
children and chickens in contact, 472 
corn trypsin inhibitor expression, 1320 
2,5-diketo-D-gluconate reductase genes, 
3341 
endoglucanase expression, 2439 
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PCB dechlorination, 327 
Ethanol 

biosynthesis, 2439 
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epibiotic bacteria, 4271 
Eucalypt wood extractives 

extractive degradation by fungi, 1367 
Eucalyptus globulus 

wood extractive degradation, 1367 
Exopolymers 

synthesis by A. pullulan 
Exopolyphosphatase 

gene cloning, expression, 2065 
Exopolysaccharides 
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P. damselae, 2942 
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(+)-catechin transglucosylation, 4141 
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Ground beef 
E. coli 0157:H7, 5394 
Groundwater 
fecal streptococci, 5522 
methanotroph detection, 648 
naphthalene degradation genes, 80 
virus detection strategy, 444 
Growth 
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Growth conditions 
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Growth modeling 
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893 
Growth rate 
bacterial filament formation, 25 
gum operon 
3’ end mapping in X. campestris, 278 
Guttation fluids of anthuriums 
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glucose-to-acetate conversion, 2350 
methane-oxidizing bacteria, 1980 
Rice paddy soil 
numerically abundant culturable bacteria, 
5042, 5050 
Sporomusa and Desulfovibrio spp., 3526 
Rice plants 
CH, and NH,* oxidation in rhizosphere, 
1826 
Rickettsia rickettsii 
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Shiga toxin 2-encoding phages 
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Shrimp pathogens 
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Shuttle vectors 
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P. fluorescens, 2429 
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Sinorhizobium meliloti 
faster-swarming behavior, 1228 
MAb epitope identification, 5186 
osmoprotectants, 1491 
symbiotic property enhancement, 2716 
Size classification 
active soil bacteria, 1753 
Sludge granules 
methanogens and uncultured bacteria, 
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Small-subunit rRNA gene locus 
Cryptosporidium phylogenetic analysis, 
1578 
Snakes 
C. serpentis, 5345 
Sodium salts 
E. coli 0157:H7 in ground beef, 5394 
Soil 
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sity, 2994 
ammonia-oxidizing bacteria, 4155 
[*C]anthracene degradation, 1834 
arbuscular mycorrhizal fungi, 718 
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atmospheric CO oxidation, 5257 
bacterial adhesion to contaminants, 163 
C. parvum oocysts, 2820 
chlorobenzene degradation, 2547 
dioxin degradation, 2246 
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DNA extraction, 4715 
low-oxygen habitats, 4085 
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methanotrophic populations, 3312 
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diversity, 1662 
enumeration, 1753 
PAH biotransformation, 1335 
phenylurea herbicide effects, 982 
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Sporichthya strain distribution, 1930 
toluene degradation, 5403 
toxic metal effects, 95 
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methane oxidation, 1009 
Soil hot spots 
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Solar energy 
water pasteurization, 859 
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E. coli 0157:H7, 1966 
Soluble methane monooxygenase 
Methylocystis sp. strain WI 14, 3929 
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production in E. coli, 640 
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temperature-dependent fermentation, 
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Fusarium hemorrhagic factor, 126 
Sparkling-wine yeasts 

chromosomal rearrangements, 1688 
Spartina alterniflora 

sulfate-reducing bacteria, 2209 
Spatial heterogeneity 

hydrothermal vent bacteria, 3834 
Specific bacterial populations 

gfp-lux marker system, 813 
Specific DNA amplification 

symbiotic S. meliloti, 2716 
Sphaerotilus natans 

paper industry strains, 156 
Spheroplast lysis assay 

yeast, 3325 
Sphingobacterium spp. 

poly(aspartic acid) degradation, 4268 
Sphingomonas paucimobilis 

gellan polymers, 2485 

lignin-related biphenyl catabolism, 2789 
Sphingomonas spp. 

chlorine inactivation, 355 

dioxin degradation, 2246 

tetralin degradation, 1806 
Spiramycin biosynthesis 

S. ambofaciens, 2730 
Spodoptera exigua 

Cry1 toxin binding, 457 
Spodoptera frugiperda 

Cry1 toxin binding, 457 
Spore germination 

Nis’ C. botulinum mutant, 659 
Spores 

C. botulinum growth in juice, 2136 

heat resistance, 1316 

identification, 4313 

survival of disinfection, 4255 
Sporichthya spp. 

distribution in soil, 1930 
Sporobolomyces salmonicolor 

aldehyde reductase gene, 5207 
Sporomusa spp. 

rice paddy soil, 3526 
Sporulation 

Aspergillus spp., 3668 
Stable microbial communities 

function vs. community composition, 3697 
Stachybotrys chartarum 

hemolysis and toxicity, 3175 

RAPD analysis, 3175 
Stained wood 

Ophiostoma sp. detection by PCR, 287 
Stainless steel surfaces 

bacterial adhesion, 4543 
Staphylococcal nuclease gene 

integration in P. putida, 1524 
Staphylococci 

surface display of affibodies, 4134 
Staphylococcus aureus protein A 

affibodies, 4134 
Staphylokinase 

fusion protein, 506 
Starch-PHBV bioplastic 

biodegradation, 431 
Starter cell suspensions 

growth of FHL, 5597 
Starvation recovery 

N. europaea, 2471 

N. winogradskyi, 2471 
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Stenotrophomonas spp. 
damping-off disease suppression, 4334 
Stereoselective reduction 
ethyl 4-chloro-3-oxobutanoate, 5207 
Sterigmatocystin 
demethylsterigmatocystin conversion, 4987 
Sterilization 
bacterial spore survival, 4255 
ultrasonic waves, 297 
Strain degeneration 
C. beijerinckii, 499 
Strain IMB-1 
methyl halide oxidation, 5035 
Strain separation 
flagellin gene, 1175 
Stratified water column 
prokaryote niche-partitioning, 2585 
Streptococcus gordonii 
fate of free DNA in saliva, 6 
Streptococcus iniae 
L-lactate utilization genes, 4346 
Streptococcus mutans 
(+)-catechin transglucosylation, 4141 
mutacin II biosynthetic locus, 652 
mutacin II gene transfer, 1356 
Streptococcus mutans group III 
mutacin III synthesis, 3880 
Streptococcus pneumoniae 
insertional mutagenesis library, 1883 
Streptococcus salivarius 
electroporation competence, 3800 
Streptococcus thermophilus 
aminopeptidase A, 3001 
bacteriophage lysis module, 569 
EPS production modelling, 2863 
low-temperature adaptation, 4436 
Streptomyces albidoflavus 
keratinolytic serine proteinase, 2570 
Streptomyces ambofaciens 
lipid metabolism, 2730 
spiramycin synthesis, 2730 
Streptomyces reticuli 
cellobiose transport, 2636 
cellotriose transport, 2636 
cellulose (Avicel)-binding protein, 886 
Stress probes 
GFP, for E. coli, 409 
Stress proteins 
E. coli HtpG, 3433 
Stress resistance 
fission yeast and trehalose, 2020 
Stress responses 
antibacterial agent detection, 5023 
Stressed microorganisms 
E. coli and chlorine, 5600 
freeze-tolerant baker’s yeast, 2841 
L. lactis viability, 3681 
pathogenicity, 3229 
Strontium accumulation 
S. cerevisiae, 1191 
Structure-function analyses 
microautoradiography and FISH, 1289 
Styrene monooxygenase 
optically pure aryl epoxide production, 
2794 
(S)-Styrene oxide formation 
biocatalyst engineering, 5619 
Substrate availability 
mapping in the rhizosphere, 2685 
Substrate utilization 
uncultured sediment Achromatium, 5100 
Substrate utilization profiles 
BIOLOG-MPN assay, 4419 
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Subsurface bacteria 
Acetobacterium psammolithicum sp. nov., 
2300 
Desulfomicrobium hypogeium sp. nov., 
Succinate transport 
P. lemoignei PHB depolymerase, 1703 
Succinate-based animal feed additive 
production by A. succiniciproducens, 2260 
Sucrose 
L. mesenteroides dextransucrase gene, 
5504 
Sugar 
availability in the rhizosphere, 2685 
effects on Z. rouxii, 4921 
L. lactis and exopolysaccharides, 5003 
Sugar beet bacteria 
EPS production, 862 
Sugar beet phytosphere 
S. liquefaciens phages, 1959 
Sugar beets 
damping-off disease suppression, 4334 
Sulfate 
PCB dechlorination, 327 
reserve form in P. fellutanum, 1340 
Sulfate and hydrogen uptake 
thermophilic sulfate-reducing bacteria, 
1304 
Sulfate reduction 
aerated activated sludge, 4189 
Sulfate-reducing bacteria 
alkane degradation, 5532 
alkylbenzene oxidation, 999 
distribution in anaerobic aggregates, 4618 
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4659, 4666 
marine microbial mats, 3272 
permanently cold marine sediments, 3976, 
3982, 4230 
S. alterniflora rhizosphere, 2209 
sea grass rhizoplane, 5117 
spatial distribution, 5107 
sulfate and hydrogen uptake, 1304 
sulfidogenesis from sulfonates, 4611 
taurine fermentation, 3328 
Sulfide 
C. tepidum growth, 301 
Sulfidic mine tailings 
characterization, 1548 
Sulfidogenesis 
sulfonates as terminal electron acceptors, 
4611 
taurine fermentation by SRB, 3328 
Sulfite-reducing bacteria 
sulfidogenesis from sulfonates, 4611 
Sulfonates 
substrate for sulfate reducers, 3272 
sulfite-reducing bacterium growth, 4611 
Sulfur 
removal from crude oil, 181 
Sulfur compounds 
degradation by methanogens, 2116 
production by G. candidum, 5510 
transformation by marine bacteria, 3810 
Sulfur metabolism 
Thioploca samples, 3148 
Sulfur-oxidizing bacteria 
T. thiooxidans, 5163 
Sunlight 
enteric virus inactivation, 3605 
water pasteurization, 859 
Superoxide dismutase deficiency 
C. coli mutant survival, 2540 
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staphylococcal affibodies, 4134 
Surface proteins 

V. cholerae attachment to chitin, 1348 
Surface waters 

fecal streptococci, 5522 
Surfaces 

Ti plasmid transfer, 2798 
Surfactants 

bacterial adhesion to contaminants, 163 

biodegradation, 3730 

crude oil degradation effects, 1658 
Survival 

bacterial spores and sterilants, 4255 

C. coli SOD mutant, 2540 

E. coli outside the gut, 5615 

epiphytic bacteria, 1435 

L. lactis in the digestive tract, 4881 

L. pneumophila in low-nutrient environ- 

ments, 822 
S. alga in Danish coastal waters, 3896 
Shiga toxin-producing E. coli in feces, 
5177 

Stx2-encoding bacteriophages, 5615 

V. vulnificus biotype 2, 1117 

V. vulnificus in oyster hemocytes, 4261 
Suspended organic waste 

L. monocytogenes, 2235 

Salmonella spp., 2235 
Swarming 

S. meliloti, 1228 
Sweeteners 

pullulanase gene, 2084 

thaumatin overexpression, 1168 
Swine dysentery 

B. hyodysenteriae mutants, 5028 
Swine farms 

antibiotic-resistant FE. coli, 2770 
Symbiosis 

B. japonicum mutant, 339 

Pinus and ectomycorrhiza, 903 

S. meliloti and alfalfa, 2716 

termites and methanogens, 837 

termites and microbes, 4926, 4935 
Symbiotic terminal oxidase 

R. etli N, fixation, 2015 
Synechococcus spp. 

diel rhythms in gene expression, 3651 

ethanol synthesis, 523 

osmolyte synthesis, 4822 

swimming marine strains, 5247 
Synechocystis spp. 

osmolyte synthesis, 4822 
Syntrophic fatty acid-B-oxidizing bacteria 

quantification in a reactor, 4767 
SYPRO staining 

bacterial cell protein content, 3251 
Sytox Green 

fungal membrane permeabilization, 5451 
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Tannin-containing shrubs 

proteolytic ruminal bacteria, 3075 
Taurine fermentation 
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Technetium 

reduction by D. desulfuricans, 2691 
Teichoic acid 

L. monocytogenes phage resistance, 4793 
Temperate estuarine aquaculture ponds 

urea and dinoflagellate blooms, 5594 
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Temperate phage TP901-1 
L. lactis transcriptional fusions, 752 
Temperature 
alkane assimilation by Rhodococcus, 2961 
anoxic rice field soil archaea, 2341 
bacteria and yeasts in hot springs, 4292 
coliform recovery in water, 3746 
fish spoilage, 698 
inorganic nitrogen uptake, 2577 
Listeria adhesion protein expression, 2765 
microbial mat quinone profiles, 198 
nonculturable spiral C. jejuni, 4677 
nonproteolytic C. botulinum growth, 3449 
P. fragi esterase, 3114 
P. profundum growth, 1710 
resistant E. coli O157, 1564 
S. alga survival in water, 3896 
S. thermophilus cryoprotection, 4436 
sakacin K production, 974 
D-sorbitol fermentation, 4245 
spore heat resistance, 1316 
synergism with nisin and pressure, 4148 
ultrasonic waves for sterilization, 297 
V. vulnificus biotype 2 survival, 1117 
wastewater treatment, 1696 
Temperature gradient gel electrophoresis 
fungal diversity in rhizosphere, 2614 
Terephthalate degradation 
benzoate role, 1161 
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morphism analysis 
complex marine microbial communities, 
3518 
Termites 
H, profiles and methanogenesis, 4490 
homoacetogenic bacteria, 4497 
symbiotic microbial community, 837, 4926, 
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Terrabacter spp. 
DDE metabolism, 5607 
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reductive dechlorination, 2312 
Tetracycline resistance genes 
phylloplane bacteria, 4898 
Tetrahymena pyriformis 
bacterial toxicity test, 2754 
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biodegradation, 1806 
Thalassiosira weissflogii 
sexual reproduction genes, 3121 
Thaumatin 
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Thermal force 
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Thermal gradient gel electrophoresis 
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Thermal inactivation 
bacteria in a model food, 3095 
Thermal resistance 
Nis’ C. botulinum mutant, 659 
Pediococcus spp., 2857 
Thermicanus aegyptius gen. nov., sp. Nov. 
interaction with M. thermoacetica, 5124 
Thermococcus spp. 
cyclomaltodextrin glucanotransferase, 
1991 
Thermodesulfobacterium spp. 
sulfate and hydrogen uptake, 1304 
Thermodesulfovibrio spp. 
sulfate and hydrogen uptake, 1304 
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Thermophiles 
fungi from geothermal soils, 5193 
M. thermoacetica, 5124 
PCE dechlorination, 2312 
sulfate and hydrogen uptake, 1304 
T. aegyptius gen. nov., sp. nov., 5124 
Thermophilic green sulfur bacteria 
C. tepidum, 301 
Thermostable enzymes 
a-galactosidase, 3955 
cyclomaltodextrin glucanotransferase, 
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T. brockianus, 3955 
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inositol monophosphatase, 4559 
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amylomaltase, 910 
Thermus brockianus 
a-galactosidase, 3955 
Thermus spp. 
acarbose catalysis, 1644 
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Thiobacillus caldus 
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Thiobacillus ferrooxidans 
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pyrite dissolution, 2987 
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T. ferrooxidans, 5285 
Zygosaccharomyces rouxii 

effects of pH and sugar, 4921 


i 
: 
j 
atte 
q 


het 


ser 


